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13:40~14:10 Structural and functional study of the ZAH| = Coordination of small molecules at
40~141 Klebsiella pneumoniae VapBC toxin—antitoxin . . .
system. including the development of an a single metal center and the evaluation with
inhibitor that activates VapC X-ray crystallography
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14:10~14:30 | Crystal-guided discovery of the broad inhibition Structural analysis ofsupramolecules
activities of halisulfates against B—lactamases containing azole ligands
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15:20~15:50 | new hope for biological sciences comprising nduced formation o .par icular: metalmorganic
. . . frameworks (MOFs); Journey to the ideal
structural biology, protein dynamics, and MOFs
structure—guided drug discovery/development
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15:50~16:10 | Local disorder of transthyretin modulates its Behavior of chromophores within an ordered
aggregation—prone propensity MOF structure
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16:10~16:30 amyloid beta (1-42) monomer using linear Coordinative urea insertion for proton
regression for the MD simulation and NMR conductive metal-organic frameworks
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16:30~16:50 Cryo—EM structure of human Cx31.3/GJC3 Synchrotron chemical crystallography toward
connexin hemichannel extreme measurement technique
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